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New Orleans, LA 70118

phone: 504-988-7219
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Education
2014 Ph.D., Biomedical Informatics and Computational Biology, University of Minnesota, Minneapolis, MN
2001 B.S., Biochemistry, University of St. Thomas, Saint Paul, MN

B.A., Quantitative Methods / Computer Science, University of St. Thomas, Saint Paul, MN

Academic Appointments

2023- Assistant Professor, Department of Medicine, Division of Biomedical Informatics and Genomics
Tulane University School of Medicine, New Orleans, LA
2020- Associate Director, Histocompatibility and Immunogenetics Laboratory

S(ACHI) Board Certification #D251; LSBME CLS - Specialist License #339511
Department of Medicine, Section of Clinical Immunology, Allergy, and Rheumatology
Tulane University School of Medicine, New Orleans, LA

2015-2023 Assistant Professor, Department of Pathology and Laboratory Medicine, Tulane Cancer Center
Tulane University School of Medicine, New Orleans, LA

Professional Experience
2003-15 Senior Bioinformatics Scientist, National Marrow Donor Program / Be The Match, Minneapolis, MN
2001-03 Software Engineer, Lockheed Martin Tactical Systems, Eagan, MN

Research Support

Ongoing
2024-2024 CCTS UM1TR004471 Statistical and Analytical Methods Development - Role: Pl

“Profiling performance of high-resolution HLA imputation with complementary metrics and visualizations
using an open-source validation framework”

2024-2029 NIDDK Parent R0O1 DK139240 - Role: PI
“Increasing Equity and Ultility in Deceased Donor Kidney Allocation with HLA Molecular Matching”
Contact PI: Michal Mankowski, New York University (NYU)

2022-2027 NIAID Parent RO1 Al173095 - Role: Co-I
“HLA Immunogenetics and Kidney Allograft Outcomes”
Contact Pl: Malek Kamoun, University of Pennsylvania

2020-2025 NIAID HLA/KIR Region Genomics U0O1 Al152960 - Role: Co-l
“MHC and KIR Sequencing and Association Analyses in the iGeneTRAIN Studies”
Contact PI: Brendan Keating, New York University (NYU)

2015- National Marrow Donor Program (NMDP) Sponsored Project - Role: Pl
“HLA Bioinformatics Research”



Pending
2025-2030 NIAID HLA/KIR Region Genomics U01 Al152960 (Renewal) - Role: PI

“MHC and KIR Sequencing and Association Analyses in the iGeneTRAIN Studies”
Contact PI: Brendan Keating, New York University (NYU)

2025-2030 NIDDK Parent RO1 - Role: PI
“Designing ABO-Compatible US Kidney Allocation”
Contact PI: Michal Mankowski, New York University (NYU)

2025-2027 NICHD Parent R21 - Role: Pl
“Non-invasive fetal HLA and KIR genotyping of cell-free DNA from maternal blood”
Contact PI: Danillo Augusto, University of North Carolina - Charlotte

Completed
2020-2023 United Network for Organ Sharing Sponsored Project - Role: Pl

“Update Calculated Panel Reactive Antibody (CPRA) Calculator”
Implemented in OPTN US Organ Allocation System on January 26, 2023

Awards

2024 Tulane SOM Department of Medicine, Deming Departmental Award for Excellence for Research

2022 American Transplant Congress, Young Investigator Award

2021 ASHI Conference, Most Clinically Relevant Poster Abstract Award

2020 Tulane Scholarly Retreat Residency, A Studio In the Woods

2019 Lavin Bernick Foundation Tulane Faculty Grant (Awarded to host Immune Polymorphism Workshop)

2010 World Marrow Donor Association (WMDA) International Donor Registries Conference (IDRC), Best Abstract
2009 British Society of Histocompatibility and Immunogenetics (BSHI) Meeting, Best Abstract

2009 European Federation of Immunogenetics (EFI) Conference, Best Abstract

Trainee Awards
2024-2026 T32 Predoctoral Training Award TL1TR003106, Center for Clinical and Translational Science (Alyssa Paynter)
2023 ASHI Conference, Most Clinically Relevant Abstract Award (D. Giovanni Biagini, PhD)

Professional Organizations

2004- American Society for Histocompatibility and Immunogenetics (ASHI)

2007- European Federation of Immunogenetics (EFI)

2018- American Society of Transplantation (AST)

2022- Society for Immune Polymorphism (SIP); Founding Board Member and Treasurer
2008-15 World Marrow Donor Association (WMDA)

2006-12 American Society of Human Genetics (ASHG)

Professional Activities

Teaching

2020- Tulane SOM GBCH 7240, Advanced Bioinformatics | Graphics and Deep Learning units
2018-2023 Tulane SOM MCPB 6070, Molecular and Cellular Pathobiology | Bioinformatics unit

2018-2023 Tulane SOM GBCH 7230, Intro to Bioinformatics | Python and Sequence Alignment units
2016-2020 Tulane SOM Pathology Resident Training Program | Pathology Informatics unit

Current Trainees

2023- Alyssa Paynter, PhD student in Biomedical Informatics and Genomics program (CCTS TL1 Trainee)
2023- Md. Shakhaowat Hossain, PhD student in Biomedical Sciences program

2024- Vanessa Menard, PhD student in Biomedical Sciences program

2024- Jenna Ko, PhD student in Biomedical Sciences program



Trainee Alumni

2020-23 Grace Williams (PhD in Biomedical Sciences | Health Informatician, Ochsner Health)

2020-23 D. Giovanni Biagini (PhD in Biomedical Sciences | )

2020-23 Marian Little, (PhD in Biomedical Sciences | Research Analyst, Emergency Care Research Inst.)
2016-19 Navchetan Kaur (Postdoctoral Fellow | Postdoctoral Fellow in Atul Butte Lab, UCSF | Natera)
2016-17 Richard Davis (MD/MPH Practicum and Culminating Experience | Clinical Informatics Fellow, Duke)

Institutional Service

2023- Associate Director of Educational Programs, Division of Biomedical Informatics and Genomics
2023- Faculty Innovation Ambassador, Tulane Innovation Institute

20283- Tulane School of Medicine Biomedical Sciences Master’s Program Steering Subcommittee
2018-2020 Faculty Advisor, Computational Biology at Tulane student organization

Extramural Services

2025 ASHI HLA Informatics Workshop, Local Organizer and Faculty

2024- Genome Canada Transplant Consortium, International Scientific Advisory Committee

2024- ASHI Science and Technology Initiatives Committee (STIC)

2024- ASHI Quality Assurance and Standards (QAS) Committee

2023- AST Kidney and Pancreas Community of Practice (KPCOP), Eplet Mismatch subgroup

2023- AST Transplant Diagnostics Community of Practice (COP) Executive Committee (Co-Chair 2024-)
2023- Anthony Nolan Research Review Board

2022- International HLA and Immunogenetics Workshop (IHIW) Councilor

2021-2022 Virtual Crossmatch Advisory Committee, National Marrow Donor Program / Be The Match
2021-2023 ASHI Education Committee, Director-In-Training Career Development Working Group

2021- Instructor, Basic & Population Genetics; Bioinformatics, AFDT Histocompatibility Specialist Course
2021-2024 Louisiana Organ Procurement Agency (LOPA) HLA Subcommittee

2020- Editorial Board, Human Immunology

2019 Local Organizer, 2nd Immune Polymorphism and Population Dynamics Workshop, New Orleans, LA
2019- Immunobiology Working Committee, Center for International Blood and Marrow Transplant Research
2019-2023 Project Leader, HLA Dictionary, 18th International HLA and Immunogenetics Workshop

2018 Co-Organizer, 1st Immune Polymorphism and Population Dynamics Workshop, Ramat Gan, Israel
2015- Editorial Board, HLA: Immune Response Genetics (formerly Tissue Antigens)

2013-2015 Information Technology Committee, American Society for Histocompatibility and Immunogenetics

Journal Reviewing

Human Immunology (Editorial Board) | HLA: Immune Response Genetics (Editorial Board) | American Journal of Transplantation
| Transplantation | Cancer Research | Bioinformatics | Cell Genomics | Journal of Clinical Investigation | Journal of the American
Society of Nephrology | Clinical Journal of the American Society for Nephrology | Transplant Immunology | Communications
Biology | PLoS ONE | PLoS Neglected Tropical Diseases | Cytotherapy | BMC Bioinformatics | International Journal of
Immunogenetics | Frontiers in Genetics | Exploration of Immunology | Health Policy and Technology

Grant Reviewing
NIH PBKD Study Section (ECR Program) | UK MRC Fellowship | Canadian Glycomics Network | Sidra Medicine Internal Research
Fund

Invited Talks

National & International

09/2024 American Society for Histocompatibility and Immunogenetics (ASHI) Conference
“Roadmap for Laboratory Data Standards” workshop session speaker
02/2024 American Society of Transplantation (AST) - Cutting Edge of Transplantation (CEoT) Conference

“Using Al for HLA Matching (Opportunities in Histocompatibility)”



02/2024 Georgetown University, Current Topics in Histocompatibility and Transplantation Teleconference
“Modeling HLA Antigenicity to Inform Virtual Crossmatch”
06/2023 American Transplant Congress, San Diego, CA
IMPACT talk - “Improving the Metric for Candidate HLA Sensitization (CPRA)”
IMPACT talk - HLA Amino Acid Mismatch-Based Risk Stratification of Kidney Graft Failure
Using a Novel Machine Learning Approach”
In-Depth session - “Combining HLA and Non-HLA PRS for Assessing Allograft Survival”

04/2023 ASHI International Committee - ASHI Speaks Your Language - National Webinar
“Predicting Histocompatibility with Population Genetics”
03/2023 Saudi Kidney Paired Donation (KPD) Workshop
“Measuring Transplant Compatibility with HLA and ABO Population Genetics”
12/2022 Georgetown University, Current Topics in Histocompatibility and Transplantation Teleconference
“Revised CPRA Metrics”
12/2022 Canadian Blood Services - HLA Webinar Series
“Redesigning Metrics of Immunologic Compatibility for Kidney Allocation Systems”
07/2022 American Society for Histocompatibility and Immunogenetics Journal Club
“Stem cell donor HLA typing improves CPRA in kidney allocation”
06/2022 American Transplant Congress - IMPACT Session Speaker, Boston, MA

“New Approaches to HLA Matching and Unacceptable Antigen Determination for
Solid Organ Transplantation - Exome Matching”

03/2022 University of Pennsylvania, Dept. of Pathology
“Clinical Informatics and Immunogenetics in Transplant Compatibility”

12/2021 Georgetown University, Current Topics in Histocompatibility and Transplantation Teleconference
“Broadening Metrics for Immune Compatibility to Improve Equityin Organ Allocation”

04/2021 European Federation for Immunogenetics Virtual Conference, Educational Session
“Bioinformatics Tools for Research in Histocompatibility”

10/2020 Georgetown University, Current Topics in Histocompatibility and Transplantation Teleconference

“Beyond Antigens: Strategies for Utilizing HLA Amino Acid Sequence Data
in the Organ Allocation System”

10/2020 American Society for Histocompatibility and Immunogenetics (ASHI) Virtual Conference
“Population Modeling ofHistocompatibility and Equity”

03/2020 One Lambda Technical Workshop, Rancho Mirage, CA
“Informatics Tools for Precision Histocompatibility Assessments”

09/2019 American Society for Histocompatibility and Immunogenetics (ASHI) Conference, Pittsburgh
“Informatics Tools for Precision Histocompatibility Assessments”

09/2019 Georgetown University, Current Topics in Histocompatibility and Transplantation Teleconference
“Virtual Crossmatch Using Molecular HLA Typing Data”

05/2019 Georgetown University, Current Topics in Histocompatibility and Transplantation Teleconference

“Applying HLA Population Genetics to Solid Organ Transplantation:
Rethinking the Calculated Panel Reactive Antibody Metric”

07/2018 University of Pennsylvania, Dept. of Pathology, Histocompatibility Laboratory
03/2018 Immune Polymorphism Workshop, Bar-llan University, Israel
“Modeling HLA Haplotype Frequency Distributions for Transplant Matching Applications”
01/2015 American Association of Blood Bankers (AABB) Audioconference
“HLA Match Likelihoods: Closing Disparities in Access to Transplant”
09/2014 Georgetown University, Current Topics in Histocompatibility and Transplantation Teleconference
“Fine Mapping of HLA Associations for Hematologic Diseases using Registry Data”
09/2012 Georgetown University, Current Topics in Histocompatibility and Transplantation Teleconference
“US Haplotype Frequencies and their Applications”
10/2011 American Association of Blood Bankers (AABB) Conference, San Diego

“Patient Match Rates: Now and in the Future”
06/2011 Cord Blood Symposium, Plenary Session, San Francisco



“Estimating Match Rates with Adult Donors and Umbilical Cord Blood Units in the US Registry”

Regional & Institutional

09/2023 East Jefferson General Hospital, Medical Staff Grand Rounds

“Redesigning Measures of Immunologic Compatibility to Improve Equity in Organ Allocation”

03/2023 Tulane University School of Medicine, Department of Medicine Grand Rounds

“Redesigning Measures of Immunologic Compatibility to Improve Equity in Organ Allocation”

03/2022 Tulane University School of Medicine, Biomedical Informatics and Genomics seminar series

“Clinical Informatics and Immunogenetics in Transplant Compatibility”

04/2019 Louisiana Conference on Computational Biology & Bioinformatics, LSU, Baton Rouge, LA

“Clinical Informatics Tools for Precision Histocompatibility Assessments
in Solid Organ Transplantation”

12/2018 Tulane University, Primate Research Center seminar series

““MHC Disease Association Studies Using Bone Marrow Registry Genotyping Data”

10/2018 Tulane University, Computer Science Department seminar series

“Assessing Transplant Compatibility using Statistical Learning”

07/2018 University of Alabama-Birmingham, Informatics Institute seminar series

““HLA Population Genetics and Informatics to Optimize the Kidney Allocation System”

01/2018 Tulane University School of Medicine, Biochemistry and Molecular Biology Department seminar series

“HLA Population Genetics and Informatics to Optimize the Kidney Allocation System”

04/2017 LSU Health Sciences Center, Epidemiology Department seminar series

“Genetic Epidemiology of HLA Polymorphisms in Transplantation and Cancer”

03/2017 Tulane University School of Medicine, Structural and Cellular Biology Department seminar series

“The Role of Immune Gene Polymorphisms in Cancer and Transplantation”

11/2014 National Marrow Donor Program Council Meeting

“HLA Match Likelihoods: Closing Disparities in Access to Transplant”
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